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dataset_label

ROSMAP_DLPFC_expression

(N =17751)

ROSMAP_DLPFC_splicing

(N = 24025)
ROSMAP_Head_of_Caudate_Nucleus_expression
(N =10781)

ROSMAP_Head_of Caudate_Nucleus_splicing
(N = 16560)

ROSMAP_PCC_expression

(N = 11255)

ROSMAP_PCC_splicing

(N =24157)



