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dataset_label
MSBB_Frontal_Pole_expression

(N = 25694)
MSBB_Frontal_Pole_splicing
(N = 34223)
MSBB_Inferior_Frontal_Gyrus_expression
(N = 24626)
MSBB_Inferior_Frontal_Gyrus_splicing
(N = 35025)

. MSBB_Parahippocampal_Gyrus_expression
(N =25150) o

. MSBB_Parahippocampal_Gyrus_splicing
(N = 33092)

. MSBB_Superior_Temporal_Gyrus_expression
(N = 24841)

. MSBB_Superior_Temporal_Gyrus_splicing
(N =36093)



